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Abstract: Objective To analyze microsatellite markers with high frequencies of loss of het-
erozygosity on 5q23. 1-q23. 2 in esophageal squmous cell carcinoma (ESCC). Methods Poly-
merase chain reaction (PCR)-based loss of heterozygosity (LOH) analysis was performed in 50 prima-
ry ESCC with six microsatellite markers. Results The frequencies of allelic loss of D55S471
and D5S592 were 47% and 41%, respectively. Conclusion There probably existed candidate
tumor suppressor gene(s) around D5S592 and D5S471.

Key words: esophageal carcinomas; microsatellite; loss of heterozygosity
[J SUN Yat-sen Univ (Med Sci), 2004, 25(4): 291 — 294 ]

8 9p 9q I1lq 13q 16p 17p 18q 19p 19q

4 6 (1]
(CGH)
DNA lq 2q
3q 5p 7p 7q 8q 1llq 12p 12q 14q 17q 20q 3p 9p 9q 13q 17p

Xq Ip 3p 4p 5q ]
: 2004-01-06
30125026 863 (2002BA711A06) (20010023016)
61998051205

1971 -, . E-mail : wangmr@ 263. net. cn



292 ) 25
5q 44 ~ 80 T
[5-7] 5q
Hu ™ 1.2 DNA
5q K -
5ql4-q31 50 pL TE 4 C
5q23.1-q23.2 1.3 PCR
D5S1384 20 pL PCR PCR
D5S1505 272 kb DNA 50 ng dTNT 1.25 mmol/L dGTP
6 dATP dTTP dCTP) 10 mmol /L Tris-HCI(pH
8.3), 1.5 mmol/L MgCl, 10 pmol,
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Table 1~ Characteristics of microsatellite markers
Marker  Het T T(°C) Size(bp) Position Mb Site CA-strand primer GT-strand primer
D55404 66 8 59 180-198  116.923 5q23.1 CTGGAGATGTAATGCTGTGC  GATCACCACATTCCACCTAAT
D55639 64 7 57 124-136  117.348 5q23.1 AGTAAAGTGAGTGGAGAGC  GGAGTTCCCATGACCTGA
D55471 75 8 58  236-248 119.125 5g23.2  TTTTCACACATTTTCCCAGC  AAAACTTCATTTACAAAAACAGGAG
D55592 75 8 56 145-205  119.178  5¢23.2  AGACAGACAGAGAGATTAGA AGTAAAGTGAGTGGAGAGC
D5S1428 - - 54 249-250 119.664 5q23.2  CAGTTTCCGGCATAACTTTG  TCAGCCCTCTAGAGATTCCA
D5S503 60 7 52 155-166  120.300 5q23.2  CCAACCTGGGGAACAA TGGGAAGTGCTGGAAA

Het: theoretical heterozygosity; n.:

1.4
2 pLL PCR 3 nL 97
g/L 20 mol /L EDTA, 0.05 g/L
0.05 g/L FF 95 C
10 min 70 g/L
8 mmol /L
1.5
1 PCR
1 PCR
DNA DNA 1

50%  50%

number of allele; T: temperature of annealling; —:

no information available

1.6

P <0.05

2.1

16 ~ 18 (LOH) =20%
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34% 17/50  76% 37/50 & - -
D5S471 D5S592 47% Case 10 Case 43 Case Case 40
8/17  41% 15/37 ( 2) 1
4 D5S1428 D5S503 Fig.1  Representative results of LOH
0 D5S404 D55639 N: normal tissues; T: tumor tissues
17% 0 LOH D5S471 D55592
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Table 2 Pattern of D5S471 and D5S592 alteration in esoph-

ageal squamous cell carcinomas n(% ) S

Marker Position (Mb) Loss Retention X - Cage 32 Case 45

D55471 119. 08 8(47) 9 27 6 2

D5S592 119.13 15(41) 22 11 2 Fig. 2  Representative allelic retention

X : not informative; —: data not available N: normal tissues: T: tumor tissues
2.2 D5S471 D5S592 P >
0.05 3
D5S471  D5S592 T

3 D5S471  D5S592
Table 3 Frequency of LOH of D5S471 and D5S592 in ESCC with different clinical / pathological parameters

Allelic loss/informative cases [ n (%) ]

T2 T3 Gl G2 G3 LNM( +) LNM(-) Female Male

D55471 1/3(33) 5/12(42)  4/4(100) 3/9(33) 1/4(25) 3/8(38) 5/9(56) 2/3(67) 6/14(43)
D5S592 2/6(33) 11/28(39) 1/5(20) 13/26(50) 1/6(17) 10/24(42) 5/13(39) 4/10(40) 11/27(41)

ESCC: esophageal squamous cell carcinoma; LOH: loss of heterozygosity
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